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IN THE CLAIMS 
Please amend the claims as follows: 

1. (Currently Amended) A n isolated b arley lipoxygenase- 1 mutant gene, wherein the 
guanine at the splicing donor site (5 ? -GT-3 f ) of the 5th intron of the barley lipoxygenase- 1 
gen e is mutat e d is not guanin e to a diff e r e nt bas e. 

2. (Currently Amended) [[A]] The isolated barley lipoxygenase- 1 mutant gene 
according to claim 1 , wherein the diff e r e nt base at the splicing donor site i s adenine. 

3. (Currently Amended) A selection method for barley lipoxygenase- 1 deficient 
barley, the method comprising a st e p of determining the presence or absence of 
distingui s hing th e barl e y lipoxygenas e 1 defici e nt barley by wheth e r or not th e a_guanine at 
the splicing donor site of the 5th intron of the barley lipoxygenase- 1 gene i s mutat e d to a 
diff e r e nt base , and selecting the barley having an adenine, thymine or cytosine at the splicing 
donor site . 

4. (Currently Amended) [[A]] The selection method for barley lipoxygenase- 1 
deficient barley according to claim 3, wh e r e in th e diff e rent bas e is comprising selecting the 
barley having an adenine at the splicing donor site . 

5. (Currently Amended) [[A]] The selection method for barley lipoxygenase- 1 
deficient barley according to claim 3 or 4, wherein the determining comprises comprising 

extracting Trail genomic DNA e xtraction st e p wherein genomic DNA is extracted 
from a barley sample, 

amplifying a DNA fragment amplification step wherein a DNA fragm e nt containing 
at least the splicing donor site of the 5th intron of the barley lipoxygenase- 1 gene is amplifi e d 
from the extracted genomic DNA, and 

detecting [[all the amplified DNA fragment detection stop wh e rein the DNA fragm e nt 
containing th e splicing donor sit e of th e 5th intron of the barley lipoxygenase 1 g e ne 
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amplifi e d in th e DNA fragm e nt amplification st e p is cl e av e d by cleaving with a restriction 
enzyme to determine the presence or absence of guanine at the splicing donor of the 5 th intron 
of the barley lipoxygenase- 1 gene , a DNA fragment having the prescrib e d numb e r of bas e s i s 
d e t e ct e d, and the barley lipoxygenase 1 defici e nt barl e y is distinguished by whether or not 
the guanin e at th e s plicing donor sit e is mutated to a differ e nt base . 

6. (Currently Amended) [[A]] The selection method for barley lipoxygenase- 1 
deficient barley according to claim 5, wherein the restriction enzyme us e d in the DNA 
fragm e nt detection st e p is Afal, and/or Rsal, or both which recogniz e th e nucleotid e sequenc e 
5 T GTAC y . 

7. (Currently Amended) A material for malt alcoholic beverages, wherein the 
material is selected from a group consisting of a seed, a malt, malt extract, barley 
decomposition product or processed barley derived from barley, comprising having a the 
barley lipoxygenase- 1 mutant gene-according to claim 1 or 2. 

8. (Currently Amended) A material for malt alcoholic beverages, wherein the material 
is selected from a group consisting of a seed, a malt, malt extract, barley decomposition 
product or processed barley derived from barley selected by [[a]] the selection method 
according to claim 3 any on e of claim s 3 to 6 . 

9. (Currently Amended) A method for production of producing malt alcoholic 
beverages , the method comprising characteriz e d by u s ing fermenting wort obtained from a 
mntnrHol fnr mnlt nlnnhnlic beverage s seed» a malt, malt extract b a rlev decomposition product 
or processed barley derived from barley according to claim 7 or 8. 

10. (Currently Amended) A n isolated nucleic acid comprising the nucleotide sequence 
from position 1 to 1554 as set forth in SEQ ID NO: 10. 

1 1 . (Currently Amended) A n isolated nucleic acid comprising the nucleotide sequence 
as set forth in SEQ ID NO: 1 1 . 
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12. (Currently Amended) A n isolated nucleic acid comprising the nucleotide sequence 
of 10 to 60 continuous bases including the 3178th base in the nucleotide sequence as set forth 
in SEQ ID NO: 11. 

13. (Currently Amended) A method for detecting the presence of lipoxygenase- 1 
£LOX-l) activity in barley, the method comprising 

a st e p of isolating [[a]] genomic DNA from a barley sample, and 

a step of detecting the presence or absence of the 3178th base of the nucl e otid e 
s e qu e nc e a s se t forth in SEQ ID NO: 11, wherein the presence of the base is an indicator of 
the presence of LOX-1 activity in the barley. 

14. (New) A seed, a malt, malt extract, barley decomposition product or processed 
barley derived from barley selected by the selection method according to claim 4. 

15. (New) A seed, a malt, malt extract, barley decomposition product or processed 
barley derived from barley selected by the selection method according to claim 5. 

16. (New) A seed, a malt, malt extract, barley decomposition product or processed 
barley derived from barley selected by the selection method according to claim 6. 

17. (New) A method for producing malt alcoholic beverages, the method comprising 
fermenting a seed, a malt, malt extract, barley decomposition product or processed barley 
derived from barley according to claims 14, 15, or 16. 
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